. Related to Figure 1| Phenotypic analysis of hematopoietic-specific Jak1 KO mice. A) Detection of correct homologous recombination of Jak1-targeted allele using Southern blots on targeted embryonic stem cells. B) Whole blood cell (WBC) count analysis of Jak1 KO (Cre+) and wt (Cre-) mice. Lymphocyte, monocyte, and neutrophil counts per ml (K/ml) are shown. C) Flow cytometry analysis of different cellular populations in the peripheral blood of Jak1 KO and wt mice. B-cells: B220-positive cells, Myeloid cells: CD11b-positive, Gr-1-positive cells. D) Whole blood cell (WBC) count analysis of Jak1 KO and wt mice. Platelet (PLT) count, hematocrit (HCT) level, and hemoglobin (HGB) level are depicted. E) Total count of cells in the bone marrow (2 femurs, 2 tibia, and 2 hip bones) of Jak1fl/fl;Mx1-Cre and Jak1fl/fl mice. Data represent mean ± S.E.M. ns, not statistically significant. *P<.05. F) Spleen Scaffold map for Jak1 wild-type (wt) and KO mice. Red nodes: manually gated landmark populations using Jak1 wt as reference sample. Blue nodes: unsupervised cell clusters from Jak1 wt or KO mice, respectively. n=5/group. Median frequencies of bone marrow cell populations from Jak1 wt and KO mice defined by conventional criteria is shown. n=5/group. and Cre-negative mice analyzed at baseline (unstim) and in response to Il6 (E, 20ng/ml and 100ng/ml) or G-Csf (F, 10ng/ml and 20 ng/ml). Representative data from two independent experiments are shown. 
